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1 

7 

DNA 



210> 
<'211> 
<2^> 

<213> Artificial Sequence 



<220> 

<223> Synthetic test construct 
<220> 

<221> modif ied_base 

<222> (1) . . (7) 

<223> Entire sequence is Pyranosyl RNA 



<220> 
<221> 
<222> 
<223> 



modif ied_base 
(1) . . (1) 

Base 1 is tryptamine 



<220> 
<221> 
<222> 
<223> 



modif ied_base 
(7) . . (7) 

Base 7 is modified with Texas\Red 



<400> 1 
ngaaggg 



7- 



<210> 2 

<211> 14 

<212> DNA 

<213> Artificial Sequence 



<220> 



<223> 



Synthetic test construct 



<220> 

<221> modif ied_base 

<222> (1) . . (14) 

<223> Entire sequence is Pyranosyl RNA 



<220> 

<221> modif ied_base 

<222> (1) . . (1) 

<223> Base 1 is modified with Biotin 



<220> 

<221> modif ied_base 

<222> (8) . . (8) 

<223> Base 8 is tryptamine 



<400> 2 

cccttctncc cccg 14 



<210> 3 
<211> 7 
<212> DNA 



<213> Artificial Sequence 
<220> 

<223> Synthetic test construct 



<220> 

<221> modif ied_base 

<222> (1) . . (7) 

<223> Entire sequence is Pyranosyl RNA 



<220> 

< 2 2 1 > modi f i ed_bas e 

<222> (1) . . (1) 

<223> Base 1 is modified with Cyanine-3 flourescent dye 



<220> 

<221> modif ied_base 

<222> (7) . . (7) 

<223> Base 7 is tryptamine 



\ 



<400> 3 
cgggggn 



<210> 4 
<211> 7 • 
<212> DNA 



<213> Artificial Sequence 



<220> 
<223> 



Synthetic test construct 



<220> 

<221> modif ied_base 

<222> (1) . . (7) 

<223> Entire sequence is Pyranosyl RNA 



<220> 

<221> modif ied_base 

<222> (3) . . (3) 

<223> Base 3 is tryptamine 



<220> 

<221> modif ied_base 

<222> (4) . . (4) 

<223> Base 4 is tryptamine 



<220> 

<221> modif ied_base 

<222> (5) . . (5) 

<223> Base 5 is tryptamine 

<400> 4 
ccnnngg 

<210> 5 

<211> 7 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic test construct 



<220> 

<221> modif ied_base 

<222> (1) . . (7) > 

<223> Entire sequence is Pyranosyl ' RNA 



<220> 

<221> modif ied_base 

<222> ( 1 L- ^( 1 ) 

<223> Base 1 modified with Fluorophore 



<220> 

<221> modif ied_base 

<222> (7) . . (7) 

<223> Base 7 modified with a Peptide 



<220> 

<221> modif ied_base 

<222> (7) . . (7) 

<223> Base 7 is tryptamine 

<400> 5 
cgggggn 

<210> 6 

<211> 8 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic test construct 



<220> 

<221> modif ied_base 

<222> (1) . . (8) 

<223> Entire sequence is Pyranosyl RNA 



<220> 

<221> modif ied_base . 

<222> (1) . . (1) 

<223> Base 1 modified with a Peptide 



<220> 

<221> modif ied_base 

<222> (1) . . (1) 

<22 3> Base 1 is tryptamine 



<220> 

<221> modif ied_base 

<222> (8) . . (8) 

<223> Base 8 is any nucleotide 

<400> 6 
ngaagggn 



<210> 7 
<211> 14 

<2_12> DNA 

<213> Artificial Sequence 

<220> 

<223> Synthetic test construct 



<220> 

<221> modified base 



<222> (1) . . (14) 

<223> Entire sequence is Pyranosyl RNA 



<220> 

<221> modif ied_base 

<222> (1) . . (1) 

<223> Base 1 modified with Biotin 



<220> 

<221> modif ied_base 

<222> (7) . . (7) 

<223> Base 7 is tryptamine 



<220> 

<221> modif ied_base 

<222> (7) . . (8) 

<223> Bases 7 and 8 are modified by Peptide connection. 



<400> 7 
cccttcntcc cccg 



<210> 8 

<211> 6 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic test construct 



<220> 

<221> PEPTIDE 

<222> (1) . . (1) 

<223> 1st amino acid is modified with pyranosyl RNA 



<400> 8 

Cys Leu Ser Leu Glu Gly 
1 5 

<210> 9 

<211> 6 

<212> PRT 

<213> Artificial Sequence 



<22 0> 

<223> Synthetic test construct 



<220> 

<221> PEPTIDE 

<222> (1) . . (1) 

<223> 1st amino acid is modified with pyranosyl RNA 



<400> 9 



Cys Ser Leu Glu Ser Gly 
1 5 

<210> 10 

<211> 6 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic test construct 



<220> 

<221> PEPTIDE 

<222> (1) . . (1) 

<223> 1st amino acid is modified with pyranosyl RNA 



<400> 10 

Cys Leu Leu Ser Glu Gly 
1 5 

<210> 11 

<211> 6 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic test construct 



<220> 

<221> PEPTIDE 

<222> (1) . . (1) 

<223> 1st amino acid is modified with pyranosyl RNA 



<400> 11 

Cys Ser Arg Ser Arg Gly 
1 5 

<210> 12 

<211> 6 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Synthetic test construct 



<220> 

<221> PEPTIDE 
<222> (1) . . (1) 



<223> 1st amino acid is modified with pyranosyl RNA 



<400> 



12 



Cys Ser Arg His Arg Gly 
1 5 



<210> 13 

<211> 6 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic test construct 



<220> 

<221> PEPTIDE 

<222> (1) . . (1) 

<223> 1st amino acid is pyranosyl RNA 



<400> 13 

Cys His Arg Tyr Arg Gly 
1 5 

<210> 14 

<211> 6 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic test construct 



<220> 

<2 21> modif ied_base 

<222> (1) . . (6) 

<223> Entire sequence is pyranosyl RNA 



<400> 14 
cccggg 



<210> 15 

<211> 7 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic test construct 



<220> 
<221> 
<222> 



modif ied_base 
(1) . . (7) 



m 



<223>. Entire sequence is pyranosyl RNA 



<220> 

<221> modif ied_base 

<222> (4) . . (4) 

<223> Base 4 is tryptamine 

<400> 15 
cccnggg 

<210> 16 

<211> 8 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic test construct 



<220> 

<221> Modif ied_base 

<222> (1) . . (8) 

<223> Entire sequence is pyranosyl RNA 



<220> 

<221> Modif ied_base 

<222> (4) . . (4) 

<223> Base 4 is tryptamine 



<220> 

<221> Modif ied_base 

<222> (5) . . (5) 

<223> Base 5 is tryptamine 

<400> 16 
cccnnggg 

<210> 17 

<211> 8 

<212> DNA 

<213> Artificial Sequence 
<220> 

< 2 2 3 > Synt hetic t e st_cons true t 



<220> 

<221> modif ied_base 

<222> (1) . . (8) 

<223> Entire sequence is pyranosyl RNA 




<220> 

<221> modif ied_base 

<222> (3) . . (3) 

<223> Base 3 is trypt amine 



<220> 

<221> modif ied_base 

<222> (6) . . (6) 

<223> Base 6 is tryptamine 

<400> 17 
ccncgngg 

<210> 18 

<211> 7 

<212> DNA 

<213> Artificial Sequence 

<220> ' 

<223> Synthetic test construct 



<220> 

<221> modif ied_base 

<222> (1) . . (7) 

<223> Entire sequence is pyranosyl RNA 



<220> 

<221> modif ied_base 

<222> (2) . . (2) 

<223> Base 2 is tryptamine 



<220> 

<221> modif ied_base 

<222> (4) . . (4) 

<223> Base 4 is tryptamine 



<220> 

<221> modif ied_base 

<222> (6) . . (6) 

<223> Base 6 is tryptamine 

<400> 18 

cnc nqnq 

<210> 19 

<211> 8 

<212> DNA 

<213> Artificial Sequence 



<220> 



<223> 



Synthetic test construct 



<220> 

< 2 2 1 > modi f i ed_ba s e 

<222> (1) . . (8) 

<223> Entire sequence is pyranosyl RNA 



<220> 

<221> modif ied_base 

<222> (4) . . (4) 

<223> Base 4 is tryptamine 



<220> 

<221> modif ied_base 

<222> (5) . . (5) 

<223> Base 5 is tryptamine 



<220> 

<221> modif ied_base 

<222> (4) . . (5) 

<223> Base 4 and 5 is modified by thioester linkage to Seq. ID No. 20 



<400> 19 
cccnnggg 

<210> 20 

<211> 6 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic test construct 



<400> 20 

Cys Phe Pro Tyr Trp Gly 
1 5 

<210> 21 

<211> 6 

<212> DNA 

<213> Artificial Sequence 

<220> 

<2Y2>~ Synthetic test construct 



<220> 

<221> modif ied_base 

<222> (1) . . (6) 

<223> Entire sequence is pyranosyl RNA 



<220> 

<221> modif ied_base 

<222> (1) . . (1) 

<223> Base 1 is tryptamine 



<400> 21 
ngaagg 



<210> 22 

<211> 6 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic test construct 



<220> 

<221> modif ied__base 

<222> (1) . . (6) 

<223> Entire sequence is pyranosyl RNA 



<220> 

<221> modif ied_base 

<222> (6) . . (6) 

<223> Base 6 is tryptamine 



<400> 22 
gggggn 



<210> 23 

<211> 11 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic test construct 



<220> 

<221> modif ied_base 

<222> (1) . . (11) 

<223> Entire sequence is pyranosyl RNA 



<2 2 G-> 

<221> modif ied_base 

<222> (6) . . (6) 

<223> Base 6 is tryptamine 



<400> 23 
ccttcncccc c 



r 



<210> 24 

<211> 6 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic test construct 

<400> 24 

Cys His His His His Gly 
1 5 

<210> 25 

<211> 6 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic test construct 



<400> 25 

Cys Phe Pro Ser Phe Gly 
1 5 

<210> 26 

<211> 7 

•<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic test construct 



<220> 

<221> modif ied_base 

<222> (1) . . (7) 

<223> Entire sequence is pyranosyl RNA 



<220> 

<221> modif ied_base 

<222> (7) . . (7) 

<223> Base 7 is modified with Cyanine3 



<220> 

-<-2-2 1-> — modi f re d^ba s e" 
<222> (7) . . (7) 
<223> Base 7 is tryptamine 



<400> 26 
cgggggn 



<210> 27 

<211> 11 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic test construct 



<220> 

<221> modif ied_base 

<222> (1) . . (11) 

<223> Entire sequence is pyranosyl RNA 



<220> 

<221> modif ied_base 

<222> (1) . . (1) 

<223> Base 1 is modified with Biotin 



<220> 

<221> modif ied_base 

<222> (6) . . (6) 

<223> Base 6 is tryptamine 



<400> 27 
ccttcncccc c 



<210> 28 

<211> 9 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic test construct 



<220> 

<221> modif ied_base 

<222> (1) . . (9) 

<223> Entire sequence is pyranosyl RNA 



<220> 

<221> modif ied_base 

<222> (1) . . (1) 

<223> Base l^J.s__trypjt^mine 



<220> 

<221> modif ied_base 

<222> (1) . . (1) 

<223> Base 1 is modified with Biotin 



<400> 28 
ngggaaggg 



<210> 29 

<211> 8 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic test construct 



<220> 

<221> modif ied_base 

<222> (1) . . (8) 

<223> Entire sequence is pyranosyl RNA 



<220> 

<221> modif ied_base 

<222> (1) . . (1) 

<223> Base 1 is modified with Biotin 



<400> 29 
cccttccc 



<210> 30 

<211> 8 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic test construct 



<220> 

<2 21> modif ied_base 

<222> (1) . . (8) 

<223> Entire sequence is pyranosyl RNA 



<220> 

<221> modif ied_base 

<222> (1) . . (1) 

<223> Base 1 is modified with Biotin 



<220> 

<22X> modified— base— . 

<222> (7) . . (7) 

<223> Base 7 is tryptamine 



<400> 30 
taggcant 



<210> 31 

<211> 8 

<212> DNA 

<213> Artif ifcial Sequence 



<220> 
<223> 



Synthetic test construct 



<220> 
<221> 
<222> 
<223> 



modified \base 
(1) . . (8)' 

Entire sequence is pyranosyl RNA 



<220> 
<221> 
<222> 
<223> 



modif ied_ba£ 
(1)..(1) 

Base 1 is modified with Biotin 



^<220> 

\1> modif ied_base 
<22>> — 42) . . (2) 
<223> B^se 2 is tryptamine 



400> 



